Geographic structure in the European flat oyster (Ostrea edulis L.) as revealed by Microsatellite polymorphism.
Genetic differentiation of the flat oyster (Ostrea edulis) was studied along the European coast, from Norway to the Black Sea, by means of variation at five microsatellite loci. The results show a mild but significant isolation-by-distance profile, a noticeable between-sample variance in expected heterozygosity, and a tendency for Atlantic populations to be less variable than Mediterranean ones. This does not provide support for the existence of a single large panmictic population for this larvae-broadcasting species, but rather for the relative independence of local stocks. Comparison with data on allozyme variation from the literature confirms this view. It also leads us to suggest that the behavior of some sampled protein loci may depart from the average, so caution should be used when inferring neutral gene flow.